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Figure 1. Symptoms observed on some plant samples. (A)
Mosaic symptoms on zucchini leaves, (B) Mosaic symptoms
on common bean leaves.
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Table 1. Host plant species and number of collected plant samples.
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Number of Samples Scientific Name  (oalad) au¥) Common Name i) any)
46 Citrullus lanatus Watermelon ¥ gkl
57 Cucurbita pepo var. cylindrica Zucchini Lo <1
41 Cucurbita pepo var. pepo Pumpkin g Al
61 Cucumis sativus Cucumber Skal)
34 Capsicum annuum Pepper aladal)
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25 Phaseolus vulgaris Common bean W galdl)
293 Total £ saxall
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Table 2. Plant samples used for molecular assays.
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Figure 2. Genome organization of Watermelon mosaic virus
(WMV) and relative attachment position of CI(F)/CI(R)
primers.
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Symptoms oal £Y Variety «ilall Plant Host (S Jiadl  |solate code  Location
Tartus cushh
Mottling 8,5 Apolo sl Cucumber A cul Bosaireh  5_mas
Severe mosaic 2k eyl j5e Impala Yl  Watermelon sl gk Wa2 Banias ol
Mosaic & crinkling sl a5 ¢l 35e  Local @l Common bean ¢l sald Ps3 Safita Ldla
Mottling U ,5  Good A Cucumber BIEEN Cu4 Kartu BB
Lattakia 423
Mottling U8 ,0  Impala Yl Watermelon sl gk Wa5 Siano Sl
Mosaic & necrosis 4 slaie adig el 550 Mabrokeh 4S5 Zucchini (WS Zu6 Al-Edia Ll
Mosaic eyl yse  Local s Pumpkin &R Pu7 Zuhairiat < )
Severe mosaic s el j9a Prince =Y Cucumber BN Cu8 Ras Ain el (il
Mosaic & crinklingdl sl a=ais ¢lu) 55« Vicuna LS Pepper EALA Pe9 Siano sk
Severe mosaic waicly jse Fabula  Ysd Potato  edalay/Ualay Po10 Siano s
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Figure 3. Detection of Watermelon mosaic virus (WMV) by
RT-PCR test using CI(F)/CI(R) primers, which produced an
amplicon of 965 bp.
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Table 4. Average nucleotide identity (ANI) divergence
between the local WMV isolates Wa2, Cu4, Zu6 and Cus8.

Percent Identity

1 3| 4
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Table 3. Percentage of WMV-infected samples in the total
samples with symptoms suggestive of virus infection and
collected from different plant species.
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0.00 0 29 Potato  edaladl/Uslall)
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Figure 4. Phylogenetic tree for local WMV isolates Waz2,
Cu4, Zu6 and Cu8.
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Table 5. Average nucleotide identity (ANI) divergence between local WMV isolates Wa2, Cu4, Zu6 and Cu8 compared with

some global isolates/strains.
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Abstract
Mouhanna, A.M., A.A. Ali Hasan and H.N.H. Alobaidi. 2021. Detection and Molecular Characterization of Watermelon
Mosaic Virus (WMV) Spread Along the Syrian Coast. Arab Journal of Plant Protection, 39(1): 47-54.

Identification of local isolates of Watermelon mosaic virus (WMV) was investigated using serological and molecular methods. A total
of 293 leaf samples from watermelon, zucchini, pumpkin, cucumber, pepper, beans and potato, with symptoms suggestive of virus infection,
were collected from fields in two Syrian governorates (Latakia, Tartus) along the Syrian coast. DAS-ELISA tests revealed the presence of
WMV in watermelon, zucchini, pumpkin and cucumber samples, with an average relative incidence of 36.95, 26.31, 29.27 and 37.70%,
respectively. The infection of pepper with Watermelon mosaic virus was reported for the first time in Syria, with an average relative incidence
of 2.94%. WMV was not detected in potato and beans, and these results were confirmed by RT-PCR. The local WMV isolate Cu4 was grouped
with an Iranian isolate [EU660584.1] with 98.9% sequence identity. A Turkish isolate [EU660579] was grouped with local WMV isolate Wa2

with 98.3% sequence identity. Furthermore, two local isolates Zu6 and Cu8 represented one sub-group with 99.3% sequence identity.

Keywords: Watermelon mosaic virus, DAS-ELISA, RT-PCR, ClI, Phylogenetic Tree.
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