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Table 1. Hosts and sampling sites of B. tabaci.
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Code  Plant Host Al Jil)  Altitude (m)  Location tdsadl Region  4dhid)
Bt-1 Cucumber s 50 Bsessien O Jableh

Bt-2 Tomato / 75 Aledia iLa=ll  Jableh

Bt-3 Tomato / 100 Hrisson O »  Banias el
Bt-4 Tomato / 100 Arab Elmalik Banias ol
Bt-5 Pepper ilaa 70 Mahata Elhararia iyl ,alldhaddl  Banias ekl
Bt-6 Sweet Potato 150 Bustan Elbasha Jableh

Bt-7 Cucumber oA 200 Banias South sl b JAw Banias bl
Bt-8 Tomato / 250 Barmaia Ll L Tartus

Bt-9 Cowpea &L 1l 200 Bassiera 3wl 3,4 Tartus

Bt-10  Pepper ilaa 120 Menttar Tartus

Bt-11  Tomato / 150 Karto Tartus

Bt-12  Polygonum Bistorta 120 Hemimiem aasas  Jableh

Bt-13  Sweset Potato 200 Basset Lall  Lattakia 483
Bt-14  Pepper 4lala 250 Boka Lattakia 483
Bt-15  Tomato / 50 Bassa Lattakia 4833\
Bt-16  Eggplant 75 Snober Lattakia 483
Bt-17  Eggplant 220 Alekiab 4l Jableh

Bt-18  Sweet Potato 150 Bustan Elbasha Jableh

Bt-19  Pepper ilaa 250 Boka Lattakia 483
Bt-20  Fenugreek Trigonella sp. 50 Basset Ly Lattakia 483
Bt-21  Cabbage 250 Shrashier il s Jableh

Bt-22  Cabbage 100 Snober Lattakia 483
Bt-23  Sweet Potato 100 Bassiera 3 uaill  Banias bl
Bt-24  Pepper ala,la 75 Aidia iu=ll  Jableh

Bt-25  Eggplant 100 Dabusia 4w gl Tartus

Bt-26  Eggplant 150 Miar shaker SUi Hlewe Tartus

Bt-27  Eggplant 200 Taenita e Banias ekl
Bt-28  Pepper ilala 100 Hrisoon Us=ais Banias ool
Bt-29  Lantana camara 200 Hamidia Laaall  Tartus

Bt-30  Eggplant 150 Tal snon Tartus

Bt-31  Pepper ilaa 200 Tal kalakh Tartus

Bt-32  Eggplant 260 Mashkita Uade Lattakia — 483
Bt-33  Tomato / 800 Drakiesh Sy, Tartus

Bt-34  Eggplant 450 Hefa Lattakia 483
Bt-35  Pepper 2 900 Brimant Mashaikh il &l Tartus

Bt-36  Okra PEAR 450 Qadoms Tartus

Bt-37  Pepper ilaa 500 Gobet Brga Lattakia 483
Bt-38  Tomato / 750 Byet yashout aulidadll  Jableh

Bt-39  Tomato / 600 Bahlwlia el Lattakia 48l
Bt-40  Tomato / 1200 Alshara Tartus

Bt-41  Pepper ala.da 1000 Sdfita Wila  Tartus

Bt-42 Cabbage 950 Shekh Badr oYl Tartus

Bt-43  Eggplant 800 Bkerama Lattakia 483
Bt-44  Squash 800 Drekish Sy Tartus
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Table 2. Primers used in RAPD-PCR and number of amplified fragments.

Ladaal) o al) LIS 3asiall o )
(Ga) s (§ 4 gl o) Amplified Polymor phic 418 dganill 0
Primer (Code) Sequence5' to 3' fragments fragments Polymor phism%
OPF-02 GAGGATCCCT 4.00 2.00 50.00
OPF-12 ACGGTACCAG 19.00 19.00 100.00
OPH-09 TGTAGCTGGG 9.00 9.00 100.00
OPH-16 TCTCAGCTGG 15.00 12.00 80.00
OPA-04 AATCGGGCTG 16.00 11.00 68.75
OPA-10 GTGATCGCAG 12.00 10.00 83.30
OPA-11 CAATCGCCGT 21.00 20.00 95.24
OPA-13 CAGCACCCAC 29.00 27.00 93.10
OPA-15 TTCCGAACCC 9.00 5.00 55.56
OPA-20 GTTGCGATCC 15.00 13.00 86.67
OPR-07 ACTGGCCTGA 20.00 18.00 90.00
Total 169.00 146.00 86.39
Average 15.36 13.27
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Figure 1. Amplification results of using primer OPA-20 with DNA of whitefly populations on 1.5% agarose gel. M= DNA
ladder of 100 bp.
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Figure 2. Cluster analysis of B. tabaci populations.
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Table 3. Groups resulted from cluster analysis and its percentages.
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Figure 3. Cluster analysis of B. tabaci populations according to its agricultural environment.
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Table 4. B. tabaci population classes and its similarity and variance average within each class.
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C1 Bt(1,2,3,4,5,6,7,8,9, 10, 11, 12, 13, 14, 15, 16) 73.5 14.15 2.771
Cc2 Bt (17, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27, 28, 29, 715 12.04 2.769

30, 31, 32)

C3 Bt (33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43, 44) 79 8.78 2.483
4.7 11.7 2.674
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Table 5. Genetic diversity indices for B. tabaci populations.

Pop. Np PPB(%) No Ne I He
Bt-1 100 0.592 1.690 1.539 0.180 0.227
Bt-2 96 0.568 1.760 1.476 0.175 0.207
Bt-3 93 0.550 1.817 1.434 0.172 0.193
Bt-4 91 0.538 1.857 1.408 0.169 0.184
Bt-5 96 0.568 1.760 1.476 0.175 0.207
Bt-6 101 0.598 1.673 1.556 0.181 0.232
Bt-7 84 0.497 2.012 1.328 0.161 0.155
Bt-8 101 0.598 1.673 1.556 0.181 0.232
Bt-9 87 0.515 1.943 1.361 0.165 0.167
Bt-10 88 0.521 1.920 1.372 0.166 0.171
Bt-11 88 0.521 1.920 1.372 0.166 0.171
Bt-12 9 0.556 1.798 1.448 0.173 0.198
Bt-13 95 0.562 1.779 1.462 0.174 0.203
Bt-14 99 0.586 1.707 1.522 0.179 0.222
Bt-15 96 0.568 1.760 1.476 0.175 0.207
Bt-16 99 0.586 1.707 1522 0.179 0.222
Bt-17 67 0.396 2.522 1.186 0.158 0.095
Bt-18 80 0.473 2.113 1.289 0.177 0.139
Bt-19 76 0.450 2.224 1.254 0.172 0.124
Bt-20 66 0.391 2.561 1.180 0.157 0.092
Bt-21 86 0.509 1.965 1.349 0.186 0.163
Bt-22 78 0.462 2.167 1.271 0.175 0.132
Bt-23 84 0.497 2.012 1.328 0.183 0.155
Bt-24 83 0.491 2.036 1.318 0.182 0.151
Bt-25 63 0.373 2.683 1.161 0.152 0.083
Bt-26 78 0.462 2.167 1.271 0.175 0.132
Bt-27 78 0.462 2.167 1.271 0.175 0.132
Bt-28 78 0.462 2.167 1.271 0.175 0.132
Bt-29 80 0.473 2.113 1.289 0.177 0.139
Bt-30 73 0.432 2.315 1.229 0.167 0.114
Bt-31 88 0.521 1.920 1.372 0.188 0.171
Bt-32 76 0.450 2.224 1.254 0.172 0.124
Bt-33 73 0.432 2.315 1.229 0.206 0.114
Bt-34 76 0.450 2.224 1.254 0.211 0.124
Bt-35 75 0.444 2.253 1.245 0.209 0.121
Bt-36 78 0.462 2.167 1.271 0.214 0.132
Bt-37 76 0.450 2.224 1.254 0.211 0.124
Bt-38 72 0.426 2.347 1.222 0.204 0.111
Bt-39 70 0.414 2414 1.207 0.201 0.104
Bt-40 76 0.450 2.224 1.254 0.211 0.124
Bt-41 68 0.402 2.485 1.193 0.197 0.098
Bt-42 82 0.485 2.061 1.308 0.220 0.147
Bt-43 64 0.379 2.641 1.167 0.190 0.086
Bt-44 75 0.444 2.253 1.245 0.209 0.121
Average 82.4318 0.48776 2.085 1.33 0.182 0.151
= Ne = No |l sall 4 gl Al = PPBY% = Np

Bemisiatabaci =Bt 5, sll g 58l ebie = He =1
Np= Polymorphic loci, PPB%= Percentage of Polymorphic loci, No= Observed number of alleles per locus, Ne= Effective
number of alleles per locus, I= Shannon's information index, He= Nei's (1973) Measure of gene diversity, Bt= Bemisia tabaci
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Abstract

Mouhanna, A.M ., H. Barhoum, L. Assllan and A. Kassem. 2014. Detection of the major groups of Bemisia tabaci Genn.
spread on different hostsin Syria coastal based on random DNA indices. Arab Journal of Plant Protection, 32(3): 207-
218.

Genetic diversity of Bemisia tabaci Genn. was detected in 44 populations collected from different hosts in the Syrian Coast by using
RAPD-PCR. The number of polymorphic fragments was 146 with polymorphism rate of 86.39%, and the highest number of amplified
fragments was 29 bands with 93.1% polymorphism when the primer OPA-13 was used, whereas the highest polymorphism was 100% when
primers OPF-12 and OPH-09 were used. The rate of polymorphic loci (PPB) for all studied populations was 48%, the number of alleles per
locus (No) was 2.085, the effective number of aleles (Ne) was 1.33, and the genetic diversity (He) was 0.151. The phylogenetic tree showed
that the studied populations were divided into two groups according to atitude at similarity rate of 48%. The highest genetic similarity was
85% between Bt-8 and Bt-14, whereas the least genetic similarity was 39% between Bt-38 and Bt-9 populations. In addition, the collected
populations were distributed to three classes (C1, C2, C3) depending on its environment, and Shannon's index for these classes was 2.771,
2.769 and 2.483, respectively. There was not any correlation between plant hosts and genetic diversity for these population (R?=0.016).
Keywords: Genetic diversity, Bemisia tabaci, Shannon'sindex, Syria, RAPD-PCR.
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