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Table 1. Locations of collected honey bee samples from Syria
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Table 2. Base sequence of primers used to detect Acute bee paralysis virus (APBV), Kashmir bee virus (KBV) and Israeli

acute paralysis virus (IAPV).
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Table 3. Virus isolates used in the phylogenetic tree, their codes and accession numbers in the GenBank.
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Figure 1. Detection of Acute bee paralysis virus (APBV)
using RT-PCR in honey bee isolates collected from
Damascus (D1- D2), Homs (H3-H4), Hama (HS5), As-
Suwayda(S6), Tartous (T7 to T11), and Lattakia (L12 to
L16).
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Figure2. cDNA sequence comparison of the studied segment (207 bp) from the genome of the Acute bee paralysis virus
(APBV) spread in Syria with international isolates from Turkey, Hungary, Slovenia, Poland, Austria and Germany.
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Figure 3. Phylogenetic tree for Syrian and global isolates using the neighbor-joining method and bootstrap > 50 (number of

replications 1000).
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Figure 4. Percentage of congruence and differences between local isolates and those from the GenBank.
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Abstract

Mouhanna, A.M. 2016. A preliminary study of honey bee paralysis virus in some provinces of Syria. Arab Journal of

Plant Protection, 34(3): 211-219.

Beekeeping suffered from a sharp decrease in the number of bee colonies in Syria during the past few years that reached 13.73%. The
objective of this research was to detect the presence of honey bee paralysis viruses which include Acute bee paralysis virus, Israeli acute bee
paralysis virus and Kashmir bee virus, and to investigate their spread in six provinces in Syria. The results showed that only Acute bee
paralysis virus was detected in three apiaries from the provinces of Damascus, Homs and Hama. The established phylogenetic tree was
divided into two main clusters, and the second sub-cluster from the second main cluster included the Syrian isolates. The homology between
Syrian isolates was 99-100%. Syria-H3 and Syria-HS5 isolates collected from Homs and Hama were identical with bootstrap index of 92.2%,
whereas the homology between Serbia isolate and Syrian isolates was 79.6-98.1%, and the divergence was 2-2.5%.This is the first report on

the spread of Acute bee paralysis virus (ABPV) in Syria.
Keywords: Virus, honeybee, reverse transcription, Syria.
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